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Figure 19. 

CLDSTAL W (1.82) multiple sequence alignment 



gi | 26327465 fdbj | BAC27476.il 
gi I 34861242 | ref |XP_34 1961.1 1 
gi I 16878147 | gb | AAH17280 . 1 | 



gi I 2 63274651 dbj |BAC27476.1| 
gi I 34861242 | ref |XP_341961 . 1 | 
gi 1 1 6878147 jgb IAAH17280.1I 



gi|26327465)dbj |BAC27476.1I 
gi 134861242 | ref |XP_341961.1| 
gi 1 16878147 | gb | AAH17280.il 



gi | 2 6327465 | dbj IBAC2747 6.1I 
gi 134861242 | ref | XP_34 1961.1 | 
gi | 16878147 | gb | AAH17280 . 1| 



gi | 26327465 | dbj |BAC27476.1| 
gi I 34861242 | ref | XP_341961 . 1 1 
gi 1 16878147 | gb| AAH17280.il 



gi 126327465 | dbj |BAC27476.1| 
gi 1348 61242 | ref | XP_34 1961.1 | 
gi 1 16878147 |gb|AAH17280.1 1 



gi | 26327465 | dbj |BAC27476.1| 
gi 134861242 | ref | XP_341961. 1| 
gi | 16878147 | gb| AAH17280 . 1 | 



gi I 26327465 [dbj !BAC27476.1| 
gi | 348 61242 | ref | XPJ341961 . 1 1 
gi I 16878147 | gb | AAH17280 . 1 | 



gi I 26327465 | dbj IBAC27476.1! 
gi 134861242 | ref |XP_341961.1 1 
gi 116878147 | gb | AAH17280 . 1 | 



gi 1 26327465 I dbj | BAC27476. 1 1 
gi I 34861242 | ref } XP_341961 . 1 1 
gi I 16878147 | gb | AAH17280 . 1 | 



gi I 26327465 | dbj | BAC27476.il 
gi | 34861242 1 ref | XP_341961 . 1 | 
gi 1 16878147 |gb|AAH17280.1| 



MFPRETKWNISFAGCGFLGVYHIGVASCLREHAPFLVANATHIYGASAGA 50 
MFPRETKWNISFAGCGFLGVYHIGVASCLREHAPFLVANATHIYGASAGA 50 
MFPREKTWNI S FAGCG FLG V YYVG VASCLREHAP FLVANAT H I YGASAGA 50 
***** # t ************** : : *************************** 

LTATALVTGACLGEAGANI IE VSKEARKRFLGPLHPS FNLVKTIRGCLLK 100 
LTATALVTGACLGEAGANIIEVSKEARKRFLGPLHPSFNLVKTIRGCLLK 100 

LTATALVTGVCLGEAGAKFIEVSKEARKRFLGPLHPSFNLVKI IRSFLLK 100 
********* # *******. .*********************** **^ *** 

TLPADCHERANGRLGISLTRVSDGENVIISHFSSKDELIQANVCSTFIPV 150 

TLPADCHTRASGRLGISLTRVSDGENVIISHFSSKDELIQANVCSTFIPV 150 

VLPADSHEHASGRLGISLTRVSDGENVIISHFNSKDELIQANVCSGFIPV 150 
.***** :*.********************************* **** 

YCGLI PPTLQG VRYVDGGI S DNLPLYELKNTI T VS P FSGESDI CPQDS S T 200 
YCGLIPPTLQGVRYVDGGISDNLPLYELKNTITVSPFSGESDICPQDSST 200 

YCGLIPPSLQGVRYVDGGISDNLPLYELKNTITVSPFSGESDICPQDSST 200 
*******. **************************************** ^ 

NIHELRVTNTSIQFNLRNLYRLSKALFPPEPMVLREMCKQGYRDGLRFLR 250 

NIHELRITNTSIQFNLRNLYRLSKALFPPEPMVLREMCKQGYRDGLRFLR 250 

NIHELRVTNTSIQFNLRNLYRLSKALFPPEPLVLREMCKQGYRDGLRFLQ 250 
******. ************************. ***************** . 

RNGLLNQPNPLLALP P WPQEEDAEEAAWEERAGEEDQLQP YRKDRI LE 300 

RNGLLNQPNPLLALPPWPQEEDAEEAAVTEERTGGED RILE 292 

RNGLLNRPNPLLALPPARPHGPEDKDQAVESAQAEDYSQLP — GEDHILE 298 
******.*********. *. :::**.-. m .*** 

HLPARLNEALLEACVEPKDLMTTLSNMLPVRLATAMMVPYTLPLESAVSF 350 
HLPARLNEALLEACVE PKDLMTTLSNMLPVRLATAMMVP YTLPLES AVS F 342 

HLPARLNEALLEACVEPTDLLTTLSNMLPVRLATAMMVPYTLPLESALSF 348 
*******************. **************************. ** 

TIRLLEWLPDVPEDIRWMKEQTGSICQYLVMRAKRKLGDHLPSRLSEQVE 400 

TIRLLEWLPDVPEDIRWMKEQTGSICQYLVMRAKRKLGDHLPSRLSEQVE 392 

TIRLLEWLPDVPEDIRWMBCEQTGSICQYLVMRAKRECLGRHIiPSRLPEQVE 398 
************************************** ****** **** 

LRRAQSLPS VPLSCAT YSEALPNWVRNNLSLGDALAKWEECQRQLLLGLF 450 

LRRAQSLPSVPLSCATYSEALPNWVRNNLSLGDALAKWEECQRQLLLGLF 4 42 

LRRVQSLPSVPLSCAAYREALPGWMRNNLSLGDALAKWEECQRQLLLGLF 4 48 
***.***********.* ****.*.************************* 

CTNVAFPPDALRMRAPAS — PTAADPATPQDPPGLPPC 486 

CTNVAFPPDALRMRAPAS — PTATDPATPQDPSGLPPC 478 

CTNVAFPPEALRMRAPADPAPAPADPASPQHQLAGPAPLLSTPAPEARPV 4 98 
********.******** ^ *:.:***:**. *. 
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Figure 20. (1 of 4) 

CLUSTAL W (1.82) multiple sequence alignment 



gil 26327464 |dbj IAK031609.1 | 
gi I 34861241 1 ref I XMJ341960 . 1 | 
gi|16878146|gb|BC017280.1|BC01 



G GC AC G AGGGCGGCCC C AGTC AGAC GCAGGC AGCCCC AAAGCC TGAAC AG 5 0 



gi 126327464 }dbj |AK031609.1| 
gil 34861241 | ref I XM_341960 . 1 | 
gi| 16878146 1 gb|BC0172a0.1 1 BC01 



GC AGG GC C AG ACCC AGCTTCTT CGC CTCCGCC AGC GGGGACCCCGAGCT A 100 



gi | 26327464 | dbj |AK031609.1| 
gil 348612411 ref |XM_3419 60. 1| 
gi | 16878146 | gb | BC017280.il BC01 



TCCTCTGCCTCCCGGCACAGCGTCTCCGCCTCCG 3 4 

GAGCCGCAGCGGGACCTGCCCGGCCCCCGGCTCCAGCGAGCGAGCGGCGA 150 



gil 26327464 | dbj IAK031609.1I 
gi| 34861241 (ref | XM_341960 . 1 | 
gi | 16878146 | gb| BC017280 . 1 | BC01 



gi| 26327464 | dbj |AK031609.1| 
gil 348612411 ref | XM_341960.1 | 
gi!16878146|gb|BC017280.1|BC01 



gil 26327464 | dbj |AK031609.1 | 
gi| 34861241 jref |XM_341960 . 1 | 
gil 16878146 | gb{ BC017280.il BC01 



gi| 26327464 [dbj IAK031609.1I 
gi | 34861241 | ref |XM_341960 . 1 | 
gil 168781461 gb|BC017280. 1 | BC01 



gi| 26327464 | dbj |AK031609.1| 
gi | 34861241 | ref | XM_341960. 1 | 
gi|16878146|gb|BC017280.1|BC01 



gi 126327464 | dbj |AK031609.1| 
gi| 34861241 | ref | XM_341960 . 1 | 
gi| 168781461 gb | BC017280. 1| BC01 



gil 26327464 | dbj | AK031609.il 
gi | 34 861241 | ref | XM_341960 . 1 | 
gil 16878146 | gb | BC017280.1IBC01 



gi| 26327464 | dbj |AK031609.1| 
gi| 34861241 |ref |XM_341960 . 1 | 
gi!16878146|gb|BC017280.1lBC01 



gi 126327464 jdbj | AK031609.il 
gi 134861241 | ref |XM_341960. 1| 
gi | 16878146 | gb | BC017280 . 1 | BCOl 



GGAGACCCCAAGGTATCGA-GACTGCGGGACCCACTGCCCGCAGG 4 4 

CCGGCGGGGACCCCAGGTTATCAA-GACTGCGGGACCCACTGCCCGCAGG 8 3 

GCAGGCGGCTCACAGAGGCCTGGCCGCCCACGGAACCCGGGGCCCGGCGG 200 
* * * * * * * *** **** ***** ** 

AC ATCGAGTCACGATGTTCCCGAGGGAGACCAAGTGGAACATCTC ATTCG 9 4 
ACGTCTAATCACGATGTTCCCAAGGGAGACCAAGTGGAACATCTCGTTCG 133 
CCGCC — GCCGCGATGTTTCCCCGCGAGAAGACGTGGAACATCTCGTTCG 24 8 
* * * ******* ** * **** * ************ **** 

CTGGCTGCGGCTTCCTCGGGGTCTACCACATTGGCGTGGCCTCCTGCCTC 144 
CTGGCTGCGGCTTCCTCGGGGTCT ACCACATTGGAGTGGCCTCCTGCCTC 183 
CGGGCTGCGGCTTCCTCGGCGTCTACT ACGTCGGCGTGGCCTCCTGCCTC 298 

* ***************** ****** ** * ** *************** 

CGTGAGCACGCGCCCTTCCTGGTGGCCAACGCCACTCACATCTACGGAGC 194 

CGTGAGCACGCGCCCTTCCTGGTGGCCAACGCCACTCACATCTACGGAGC 233 

CGCGAGCACGCGCCCTTCCTGGTGGCCAACGCCACGCACATCTACGGCGC 348 
** ******************************** *********** ** 

CTCGGCAGGGGCGCTCACCGCCACAGCGCTGGTCACTGGGGCCTGCCTGG 244 
CTCGGCAGGGGCGCTTACCGCCAC AGCGCTGGTCACTGGGGCCTGCCTGG 283 

CTCGGCCGGGGCGCTCACGGCCACGGCGCTGGTCACCGGGGTCTGCCTGG 398 
****** ******** ** ***** *********** **** ******** 

GTGAAGCAGGTGCCAACATTATTGAGGTGTCCAAGGAGGCCCGGAAGCGG 294 
GCGAAGCGGGTGCCAACATTATTGAGGTGTCCAAGGAGGCTCGGAAGCGG 333 

GTGAGGCTGGTGCCAAGTTCATTGAGGTATCTAAAGAGGCCCGGAAGCGG 44 8 

* ** ** ******** * ******** ** ** ***** ********* 

TTCCTGGGTCCTCTGCATCCCTCCTTCAACCTGGTGAAGACCATCCGTGG 34 4 

TTCCTGGGTCCCCTGCACCCCTCCTTCAACCTGGTAAAGACCATCCGTGG 383 

TTCCTGGGCCCCCTGCACCCCTCCTTCAACCTGGTAAAGATCATCCGCAG 498 
******** ** ***** ***************** **** ****** * 

CTGTCTACTAAAGACCCTGCCTGCTGATTGCC ATGAGCGCGCCAATGGAC 394 

TTGTCTACTGAAGACCCTGCCTGCTGATTGCCACACGCGTGCCAGCGGAC 433 

TTTCCTGCTGAAGGTCCTGCCTGCTGATAGCCATGAGCATGCCAGTGGGC 548 
* ** ** *** ************* **** ** **** ** * 

GCCTGGGCATCTCCCTGACTCGTGTTTCAGACGGAGAGAACGTCATCATA 44 4 

GCCTGGGCATCTCCCTGACTCGAGTTTCGGATGGAGAGAATGTCATCATA 483 

GCCTGGGCATCTCCCTGACCCGCGTGTCAGACGGCGAGAATGTCATT ATA 598 
******************* ** ** ** ** * + ***** ***** *** 
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Figure 20. (2 of 4) 

gi J263274 64 | dbj |AK031609.1| 
gi | 348 61241 1 ref | XM_341960 . 1 1 
gi 1 1687814 6 |gb I BC017280.1|BC01 



gi 1 26327464 | dbj |AK031609.1| 
gi I 34861241 1 ref |XM_341960 . 1 1 
gil 1687814 61 gb | BC017280 . 1 1 BC01 



gi | 2 6327464 | dbj | AK031 609 . 1 1 
gil 348 61241 1 ref |XM_341960 . 1 | 
gi 1 1687814 6 | gb| BC017280 . 1 1 BC01 



gi| 26327464 | dbj |AK031609.1| 
gi | 3486124 1 | ref | XM_341960 . 1 | 
gi | 1687814 6 | gb | BC017280. 1 | BC01 



gi| 263274 64 | dbj |AKO31609.1| 
gi I 34861241 1 ref |XM_341960 . 1 1 
gi 1 168781461 gb I BC017280.il BC01 



gi | 263274 6.4 | dbj | AK031609 . 1 1 
gi| 34861241 1 ref |XM_J341960 . 1 1 
gi | 1687814 61 gb ] BC017280 . 1 | BC01 



gi | 263274 64 | dbj 1 AK031609.1| 
gi I 348 61241 1 ref |XM_341960 . 1 1 
gi| 16878146 | gb | BC017280.il BC01 



gi| 26327464 I dbj |AK031609.1| 
gi| 348 61241 | ref |XM_341960. 1| 
gi|1687814 6|gb|BC017280.1|BC01 



gi | 26327464 | dbj 1AK031609.1I 
gi | 348 61241 | ref |XM_341960. 1| 
gi| 1687814 6 I gb | BC017280 . 1 1 BC01 



gi| 263274 64 | dbj jAK031609.il 
gi | 34861241 1 ref | XM_341960 . 1 1 
gi | 1687814 6 | gb | BC017280 . 1 | BC01 



gil 26327464 | dbj |AK031609.1 | 
gi | 34861241 1 ref | XM_341960 . 1 | 
gi|1687814 6|gb|BC017280.1|BC01 



gi | 26327464 | dbj | AK031609 . 1 | 
gi| 34861241 | ref | XM_341960 . 1 | 
gi|1687814 6|gb|BC017280.1|BC01 



TCCCACTTTAGCTCCAAGGATGAGCTCATCC AGGCC AATGTCTGCAGC AC 494 

TCGCACTTTAGCTCCAAGGATGAGCTTATCCAGGCCAATGTTTGCAGCAC 5 33 

TCCCACTTCAACTCCAAGGACGAGCTCATCCAGGCCAATGTCTGCAGCGG 648 
** ***** * ********* ***** ************** ****** 

ATTTATCCCGGTGTACTGTGGCCTCATTCCTCCTACCCTCCAAGGGGTGC 544 

TTTTATCCCTGTGTACTGTGGCCTCATTCCTCCTACCCTTCAAGGGGTGC 583 

TTTCATCCCCGTGTACTGTGGGCTCATCCCTCCCTCCCTCCAGGGGGTGC 698 
** ***** *********** ***** ***** **** ** ******* 

GCTATGTGGATGGCGGCATTTCAGACAACTTGCCACTTTATGAGCTGAAG 594 

GCTATGTGGATGGCGGCATTTCAGACAACTTGCC ACTTT ATGAGCTGAAG 633 

GCTACGTGGATGGTGGCATTTCAGACAACCTGCCACTCTATGAGCTTAAG 7 48 
**** ******** *************** ******* ******** *** 

AATACC AT C ACAGTGT C CC C ATT C T C AGGCGAGAGT G AC ATCT GCC CT CA 644 

AATACCATCACAGTGTCCCCATTCTCAGGCGAGAGTGACATCTGCCCACA 683 

AAC ACCATC ACAGTGTCCCCCTTCTCGGGCGAGAGTGACATCTGTCCGCA 798 
** ***************** ***** ***************** ** ** 

GGACAGCTCCACCAACATCCACGAGCTTCGCGTCACCAACACCAGCATCC 694 

AGAC AGCT CC ACC AAC ATCC ACG AACTT CGTAT C AC C AAC ACC AGC AT CC 733 

GGAC AGCTC C ACC AAC ATCC ACG AGCTGC GGGTC AC C AAC ACC AGC AT CC 848 
*********************** ** ** ****************** 

AGTTCAACCTTCGCAATCTCTACCGCCTCTCGAAGGCTCTCTTCCCGCCA 744 
AATTCAACCTGCGCAATCTCTACCGCCTCTCGAAGGCTCTCTTCCCGCCA 783 

AGTTCAACCTGCGCAACCTCTACCGCCTCTCCAAGGCCCTCTTCCCGCCG 898 

* ******** ***** ************** ***** *********** 

GAGCCCATGGTCCTCCGAGAGATGTGCAAACAGGGCTACAGAGATGGACT 794 
GAGCCCATGGTTCTCCGAGAGATGTGC AAACAGGGCTACCGAGATGGACT 833 
G AGC CCCTGGT GCT GCG AG AG AT GT GC AAGC AGGGAT ACC GGGATGGC CT 948 
****** **** ** ************** ***** *** * ***** ** 

TCGATTCCTTAGGAGGAATGGCCTACTGAACCAACCCAACCCTTTGCTGG 844 

TCGATTCCTTAGGAGGAATGGCCTACTGAACCAACCCAACCCTTTGCTGG 883 

GCGCTTTCTGCAGCGGAACGGCCTCCTGAACCGGCCCAACCCCTTGCTGG 998 
** ** ** * **** ***** ******* ******** ******* 

CACTGCCCCCAGTTGTCCCCCAGGAAGAGGATGCAGAGGAAGCTGCTGTG 894 
CACTGCCCCCGGTTGTCCCCCAGGAAGAGGATGCAGAGGAAGCTGCCGTG 933 
CGTTGCCCCCCGCCCGCCCCCACGG CCCAGAGGAC AAGGACC AG 1042 

* ******* * ****** * ******* * * 

GTGGAGGAG AG GGCTGG AGAGGAGGATC AATTGC AG CC TT AT AGAAAAGA 94 4 
ACTGAGGAGAGGACTGGAGGGGAGGATC 951 

GCAGTGGAGAGCGCCCAAGCGGAGGATTACTCGCAGCTGCCGGGAGAAGA 1092 
* ****** * ** ******* 

TCGAATTCT AGAGCACCTGCCTGCCAGACTCAATGAGGCCCTGCTGGAGG 994 

— GGATTCTAGAGCACCTGCCTGCCAGACTCAACGAGGCCCTGCTGGAGG 1009 

TCACATCCTGGAGCACCTGCCCGCCCGGCTCAATGAGGCCCTGCTGGAGG 1142 
** ** *********** *** * ***** **************** 

CCTGTGTGGAACCAAAGGACCTGATGACCACCCTTTCCAACATGCTACCA 1044 

CCTGTGTGGAACCGAAAGACCTGATGACCACCCTTTCCAACATGCTGCCA 1059 

CCTGCGTGGAGCCCACGGACCTGCTGACCACCCTCTCCAACATGCTGCCT 1192 
**** ***** ** * ****** ********** *********** ** 
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Figure 20. (3 of 4) 

gi 1 2 63274 64 1 dbj I AK031609 . 1 1 
gi | 34861241 | ref | XM_341960 . 1 | 
gi 1 16878146 |gb|BC017280.1 1 BC01 



gi I 263274 64 | dbj | AK031609 . 1 1 
gi I 34861241 1 ref I XM_341960 . 1 1 
gi|16878146|gb|BC017280.1|BC01 



gi|26327464Idbj |AK031609.1| 
gi I 34861241 1 ref | XM_341960 . 1 1 
gi!16878146|gb|BC017280.1|BC01 



gi | 2 6327464 1 dbj I AK031609 . 1 ) 
gil 34861241 I ref | XMJ341960 . 1 | 
gi | 168781461 gb | BC0172 80 . 1 [BC01 



gi I 2 63274 64 | dbj | AK031609 . 1 1 
gi | 34861241 ] ref | XMJ341960 . 1 | 
gi | 16878146 | gb | BC017280 . 1 | BC01 



gi | 26327464 | dbj | AK031609 . 1 | 
gi I 348 61241 1 ref | XM_341960 . 1| 
gi 1 16878146 |gb|BC017280.1|BC01 



gi | 26327464 | dbj | AK031609. 1 | 
git 34861241 1 ref | XM_341960 . 1 | 
gi 1 16878146 |gb J BC017280.1|BC01 



gi | 26327464 | dbj | AK031609 . 1 | 
gi 1 34861241 1 ref | XM_341960 . 1 | 
gi | 16878146 | gb)BC0172 80 . 1|BC01 



gi | 26327464 | dbj | AK031609 . 1 1 
gil 348612411 ref | XM_341960.1 | 
gi|16878146|gb|BC017280.1|BC01 



gil 263274641 dbj |AK031609.1| 
gil 348612411 ref |XM_341960.1| 
gil 16878146 |gb|BC017280.1|BC01 



gil 26327464 | dbj |AK031609.1| 
gi | 34861241 1 ref | XMJ3419 60 . 1 1 
gil 16878146 |gb I BC017280.1|BC01 



gi | 26327464 I dbj | AK031609 . 1 1 
gi I 348612411 ref |XM_3 4 1960 . 1 | 
gil 16878146 | gb| BC017280 . 1 I BC01 



gi | 2 63274 64 | dbj | AK031 60 9 . 1 1 
gii34861241|ref |XM_341960 . 1 | 
gi|16878146|gb|BC017280.1|BC01 



GTGCGCCTGGCAACGGCCATGATGGTGCCCTATACTCTGCCGCTGGAGAG 1094 

GTGCGCCT GGCC ACTGCCAT G ATGGT ACCC T AT ACT CT GCC ACTGG AG AG 1109 

GTGCGTCTGGCCACGGCCATGATGGTGCCCTACACGCTGCCGCTGGAGAG 1242 
***** ***** ** *********** ***** ** ***** ******** 

TGCAGTGTCCTTCACCATCCGCTTGTTGGAGTGGCTGCCTGATGTCCCTG 1144 

CGCAGTGTCCTTCACCATCCGTTTGTTGGAGTGGCTGCCTGATGTCCCTG 1159 

CGCTCTGTCCTTCACCATCCGCTTGCTGGAGTGGCTGCCCGACGTTCCCG 1292 
** **************** *** ************* ** ** ** * 

AAGATATCCGGTGGATGAAAGAGCAGACGGGTAGCATCTGCCAGTATCTG 1194 
AGGATATCCGGTGGATGAAGGAGCAGACAGGTAGCATCTGCCAGTATCTG 1209 

AGGACATCCGGTGGATGAAGGAGCAGACGGGCAGCATCTGCCAGTACCTG 1342 

* ** ************** ******** ** ************** *** 

GTGATGAGGGCCAAGAGGAAATTGGGTGACCATCTGCCTTCCAGACTGTC 1244 

GTGATGAGGGCCAAGAGGAAATTGGGTGACCATCTACCTTCCAGACTGTC 1259 

GTGATGCGCGCCAAGAGGAAGCTGGGC AGGC ACCTGCCCTCCAGGCTGCC 1392 
****** * *********** **** ** ** ** ***** *** * 

TGAGCAGGTGGAACTGCGACGTGCCCAGTCTCTGCCCTCTGTGCCACTGT 1294 

TGAGCAGGTGGAGCTGCGGCGTGCCCAGTCTCTGCCGTCTGTGCCACTGT 1309 

GGAGCAGGTGGAGCTGCGCCGCGTCCAGTCGCTGCCGTCCGTGCCGCTGT 1442 
*********** ***** ** * ****** ***** ** ***** **** 

CTTGCGCCACCTACAGTGAGGCCCTACCCAACTGGGTACGAAACAACCTC 1344 
CTTGCGCCACCTACAGTGAGGCACTGCCCAACTGGGTACGAAACAACCTC 1359 

CCTGCGCCGCCTACAGAGAGGCACTGCCCGGCTGGATGCGCAACAACCTC 14 92 

* ****** ******* ***** ** *** **** * ** ********* 

TCACTGGGGGACGCGCTGGCCAAGTGGGAAGAATGCCAGCGTCAGCTACT 1394 

TCACTGGGGGACGCGCTGGCCAAGTGGGAAGAATGCCAGCGTCAGCTACT 1409 

TCGCTGGGGGACGCGCTGGCCAAGTGGGAGGAGTGCCAGCGCCAGCTGCT 1542 
** ************************** ** ******** ***** ** 

GCTGGGTCTCTTCTGCACCAATGTGGCCTTCCCGCCGGATGCCTTGCGCA 1444 

GCTGGGTCTCTTCTGCACCAATGTGGCCTTCCCGCCTGATGCCTTGCGCA 1459 

GCTCGGCCTCTTCTGCACCAACGTGGCCTTCCCGCCCGAAGCTCTGCGCA 15 92 
*** ** ************** ************** ** ** ****** 

TGCGCGCACCTGCCAGCCC CACTGCCGCAGATCCTGCCACCCCA 14 88 

TGCGCGCACCTGCCAGCCC CACCGCCACAGATCCTGCCACCCCA 1503 

TGCGCGCACCCGCCGACCCGGCTCCCGCCCCCGCGGACCCAGCATCCCCG 1642 
********** *** *** * * ******* ** **** 

CAGGATCCAC CTGGCCTCCCGCCTTGCTGAGAATCACCATTCCCAC 1534 

CAGGATCCAT CTGGCCTCCCACCTTGCTGA 1533 

CAGCACCAGCTGGCCGGGCCTGCCCCCTTGCTGAGCACCCCTGCTCCCGA 1692 
*** * * * ***** ** ********* 

ATCGCCCGGCTACCAGCCAAGCTCCAAGTTGTCCTGCCCCACTAAGAGGA 1584 



G — GCCCGGCCCGTGATCGGG GCCCTGGGGCTGTGAGA 1728 



GCCCCGGGGTGGAACAAGATCCTGTCTGCCCCGGCTCTCCCCCTTACATG 1634 



-CCCCGACCCTCTCGAGGAACC CTGCCTGAGACGCCTCCATTAC-CA 1773 



CTGTGGAATGAGGACATAGGACCCTGCACAGCTGCAAGTGGGCTTTCGAT 1684 



CTGCGCAGTGAGATGAGGGGACTCACAGTTGCCAAGAG-GGGTCTTTGCC 1822 
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Figure 20. (4 of 4) 

gi 1263274641 dbj I AKO 3 1 60 9 . 1 1 GTGAAACCTTTCACCAGCCACTCACTATGCTACTCCTGGTGGGGAGGGAT 1734 

gi | 348 61241 | ref |XM_341960.1| 

gi 1 16878146|gb|BC017280. 1 IBC01 GTGGGCCCCCTCGCCAGCCACTCACCA-GCTGCATGCACTGAGAGGGGAG 1871 



gi 126327464 | dbj lAK031609.il GGGGAGTCGCCCTCCCCCGGAGCCCACAGAGCCCTCCCCCGTCACGTC— 1782 

gi| 34861241 | ref|XM_341960. 1| 

giil6878146|gb| BC017280 . 1 IBC01 GTTTCCACACCCCTCCCCTGGGCCGCTGAGGCCCCGCGCACCTGTGCCTT 1921 



gi | 26327464 |dbj |AK031609.1| 
gi 134861241 I ref JXM_341960 . 1 1 
gi|16878146|gb|BCO17280.1|BC01 



ACCTGTGCCTTACTCCTGCCCACCA — CCTTTTCAGTGCAGGGTCAGTCT 1830 
AATCTTCCCTCCCCTGTGCTGCCCGAGCACCTCCCCCGCCCCTTTACTCC 1971 



gi I 26327464 | dbj IAK031609 . 1 1 
gil 34861241 1 ref IXMJ341960 . 1 1 
gil 16878146 \ gb | BC017280. 1 |BC01 



TAAGAACTCCACATCTGCTGCTGC-TCCCTGGTGTCCAAGTTTCCTTGCA 1879 
TGAGAACTTTGCAGCTGCCCTTCCCTCCCCGTTTTTCATGGCCTGCTGAA 2021 



gi| 263274 64 | dbj ]AK031609.1| 
gi | 34861241 |ref |XM_341960 . 1 1 
gi| 16878146 | gb|BC017280.1 IBC01 



GA — GTGTGTGAAGAATTATTT ATTTT TGCCAAAGCAGAT CTAAT AAAAG 1927 
ATATGTGTGTGAAGAATTATTTATTTTCGCCAAAGCACATGTAATAAATG 2071 



gil 26327464 |dbj |AK031609.1| 
gi | 348 61241 | ref |XM_341960 . 1 | 
gi| 16878146 | gb | BC017280.1IBC01 



CCACAGCTCAGCTTCTGCCTTCCTCACTTCTGCATGCT- 



1965 



CTGCAGCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 2121 



gil 2 6327 4 64 | dbj |AK031609.1| 

gi | 34861241 1 ref |XM_341960 . 1 1 

gil 168781461 gb|BC017280.1 | BC01 A 2122 



